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Motivation & Aims 0% ) UV Fluorescence Up-Conversion Setup
The DNA encodes the genetic information and is therefore the most
important biomolecule for the reproduction of life. Yet the available f=10? mm
information on the electronic properties and excited state dynamics is still — \\
very limited. Time-resolved data on medium sized building blocks, especially ! 350 =100 mm =100 mm
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femtosecond dynamics dynamics up to nanoseconds
. . . Fluorescence Decay Profiles of G, C and the GC Watson-Crick Base Pair UV Absorption Spectra
Here, we report on the first femtosecond time-resolved experiments on the
the GC Watson-Crick base pair in solution to determine the effect of The excitation wavelength was tuned between 258 nm and 302 nm 0.9
hydrogen bonding on the excited state lifetime. ’ 3
yareg & « The emission/detection wavelength was set to 350 nm (~ emission maximum). §0-5 ;
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« Static FTIR measurements of the G and C monomers, homo- and heterodimers in 08k i i
a concentration range between 0.25 — 150 mM. As the association in n-hexane is much
« Multiple Gaussian Band Fitting of each spectral trace. 283 nm stronger than in CHCI;, the formation of
« Assignments of bands were supported by G3B3 (rel. energies of tautomers) and 041 i trimers or higher aggregats may prolong the
DFT-PW91 (frequencies of the free nucleosides and H-bonded dimers) excited state lifetime.
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Domcke et al. (2005); Doltsinis et al. (2007); Groenhof et al. (2007) very well with our measured lifetime of 0.36(3)
ps.




